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SEQUENCE LISTING 

<110> Elizabeth J. Ackermann 

C. Frank Bennett 
Hong Zhang 
Andrew T. Watt 
William Ricketts 
Nicholas M. Dean 

<120> ANTI SENSE MODULATION OF FLIP-C EXPRESSION 

<130> RTS-0202 

<160> 133 



<210> 1 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 1 

tccgtcatcg ctcctcaggg 20 



<210> 2 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 2 

atgcattctg cccccaagga 20 



<210> 3 

<211> 2770 

<212> DNA 

<213> Mus musculus 

<220> 
<221> CDS 

<222> (75) . . . (1529) 
<400> 3 

ggcttctcgt ggttcccaga gccctgctta atggatggag actggacgag aacctggctg 60 

ctgtggttct gaac atg gcc cag age cct gtg tct gec gag gtc att cac 110 
Met Ala Gin Ser Pro Val Ser Ala Glu Val He His 
15 10 



ca< 3 9"tg 9 a ^ gag tgt ctt gat gaa gac gag aag gag atg atg etc ttc 15 8 

Gin Val Glu Glu Cys Leu Asp Glu Asp Glu Lys Glu Met Met Leu Phe 
15 20 25 



2 



ctg tgt aga gat gtg act gag aac ctg get gca cct aac gtc agg gac 2 06 

Leu Cys Arg Asp Val Thr Glu Asn Leu Ala Ala Pro Asn Val Arg Asp 
30 35 40 

etc ctg gat age tta agt gag aga ggc cag etc tct ttt get ace ttg 254 
Leu Leu Asp Ser Leu Ser Glu Arg Gly Gin Leu Ser Phe Ala Thr Leu 
45 50 55 60 

get gaa ttg etc tac aga gtg agg egg ttt gac ctt etc aag agg ate 3 02 

Ala Glu Leu Leu Tyr Arg Val Arg Arg Phe Asp Leu Leu Lys Arg lie 
65 70 75 

ttg aag aca gac aaa gca ace gtg gag gac cac ctg cgc aga aac cct 350 
Leu Lys Thr Asp Lys Ala Thr Val Glu Asp His Leu Arg Arg Asn Pro 
80 85 90 

cac ctg gtt tct gat tat agg gtc ctg ctg atg gag att ggt gag age 398 
His Leu Val Ser Asp Tyr Arg Val Leu Leu Met Glu lie Gly Glu Ser 
95 100 105 

tta gat cag aac gat gta tec tec tta gtt ttc ctt aca agg att aca 446 
Leu Asp Gin Asn Asp Val Ser Ser Leu Val Phe Leu Thr Arg lie Thr 
110 115 120 

a 99 9 at tac aca ggc aga ggc aag ata gee aag gac aag agt ttc ttg 494 
Arg Asp Tyr Thr Gly Arg Gly Lys lie Ala Lys Asp Lys Ser Phe Leu 
125 130 135 140 

gat ctg gtg att gaa ttg gag aaa ctg aat eta att get tea gac caa 542 
Asp Leu Val lie Glu Leu Glu Lys Leu Asn Leu lie Ala Ser Asp Gin 
145 150 155 

ttg aat ttg tta gaa aaa tgc ctg aag aac ate cac aga ata gac ttg 590 
Leu Asn Leu Leu Glu Lys Cys Leu Lys Asn lie His Arg lie Asp Leu 
160 165 170 

aac aca aag ate cag aag tac acc cag tec age caa gga gca aga tea 63 8 

Asn Thr Lys lie Gin Lys Tyr Thr Gin Ser Ser Gin Gly Ala Arg Ser 
175 180 185 

aat atg aat act etc cag get teg etc cca aaa ttg agt ate aag tat 686 
Asn Met Asn Thr Leu Gin Ala Ser Leu Pro Lys Leu Ser lie Lys Tyr 
190 195 . 200 

aac tea agg etc cag aat ggg cga agt aaa gag cca aga ttt gtg gaa 734 
Asn Ser Arg Leu Gin Asn Gly Arg Ser Lys Glu Pro Arg Phe Val Glu 
205 210 215 220 

tac cgt gac agt caa aga aca ctg gtg aag aca tec ate cag gaa tea 782 
Tyr Arg Asp Ser Gin Arg Thr Leu Val Lys Thr Ser lie Gin Glu Ser 
225 230 235 

gga get ttt tta cct ccg cac ate cgt gaa gag act tac agg atg cag 83 0 

Gly Ala Phe Leu Pro Pro His lie Arg Glu Glu Thr Tyr Arg Met Gin 
240 245 250 

age aag ccc eta gga ate tgc ttg ate att gat tgt att ggc aac gac 878 
Ser Lys Pro Leu Gly lie Cys Leu lie He Asp Cys He Gly Asn Asp 
255 260 265 

aca aaa tat ctt caa gag acc ttc act tec ctg ggc tat cat ate cag 926 



Thr Lys Tyr Leu Gin Glu Thr Phe Thr Ser Leu Gly Tyr His He Gin 



97 c 280 
270 275 
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oec 360 
350 355 
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365 370 375 

ggg cca tea ata aaa aat gtg gac tct aag ccc ctg caa ccc aga cac 
Ify Pro Ser He Lys Asn Val Asp Ser Lys Pro Leu Gin Pro Arg 
385 390 
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400 405 



gac gta tct cac ttg gag aag ccc tec age tea tec tct gtg tat ctg 
Asp Val Ser His Leu Glu Lys Pro Ser Ser Ser Ser Ser Val Tyr Leu 



415 420 
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465 470 



aag aaa etc ate ctg get cet aeg tga gaaececaga eegttggtgt 
Lys Lys Leu He Leu Ala Pro Thr 



480 485 



974 



1022 



1070 



1118 



1166 



1214 



1262 



1310 



1358 



1406 



1454 



1502 



1549 



1609 
1669 



tettggtata teatceaggg tggcggcttg gagcagaget tggeggttae ggetgettct 
ggctgettet ggetctgecg tgagteetgg cetagggttc teetgtgcae aggcatgage 
cgtaaecctg tgcetgggaa aegtctcaet eeegeegeeg tgeetttaee tetetaaaet 1729 



4 

tccctactta cattccttag tcggatgttt tgccagagtg tggagaacag taagacataa 1789 

acctattgtt tgtttgtttt tttggggggg aggttatcta ccaagttata ccaagttatt 1849 

gtatgggtgt atagtgtata gtggttcaag attctgaatg taacttgaga cttacctgag 1909 

tttgtcatgc gactgggtaa attgtttcta tggcacatct aatcatttaa taagtaatta 1969 

cctcattaag tacccattgc ttcaggactt tcacattggc caccaatttc tgtgacccag 2029 

ctccacattt atattctctt tcggcaaaac caaatttcat tatgtctgtt taatatctac 2089 

agtctaatgc tttgtaagac atctagatag gaaaaatagt tacccatgag cacaggaggg 2149 

ctggcctgac cctcaccagc tgtgcagtgg cttcggtgaa aggagaatga gccctactcc 2209 

ttgaaaggtt gtagtgcttg ggagagcagt ctgtaccttg cctgggcagc acagtagagc 2269 

cagccccaag aacacaacag tgagtggggg agcttgccct ggttggctca ggatcaggaa 2329 

acaggaggga tgaccaactt ggggctttga ggtggcccac cccagcatcc atatcatctg 23 89 

tgaactgcca gagcctgtga aggggcgggt cctgtagaac taaggctgca ggatctccat 244 9 

gacacagggc aacaacaggg tatctgagaa gggtccccgt gagggtccag tatttatagt 2509 

gcaccagaag ccagaggcct cggatcagac aatgacccat tgcactgagt aaagatgtaa 2569 

gtgaatgagt gaagatgtgt gggcacacgg aaatactgag ggacacacac aagcttttat 2629 

ggagatgttt gtttgtttgt ttgtttgttt tttgtttctt tggcaggaac agattgcaag 2689 

ggcagagagt agataaggaa gctggagaca tgagtggggt tgggtgcatg atatagaatt 2749 

cacaaagaaa aaaaaaaaaa a 2770 

<210> 4 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Primer 

<400> 4 

gagaacccca gaccgttggt 2 0 

<210> 5 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Primer 



<400> 5 
agccgtaacc gccaagct 



18 



<211> 23 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> PCR Probe 

<400> 6 

ccaagccgcc accctggatg ata 

<210> 7 
<211> 20 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> PCR Primer 

<400> 7 
ggcaaattca acggcacagt 

<210> 8 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Primer 

<400> 8 
gggtctcgct cctggaagct 

<210> 9 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Probe 

<400> 9 



aaggccgaga atgggaagct tgtcatc 



<210> 10 

<211> 1062 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (294) . . . (959) 
<400> 10 

gcacgagcgg cacgagtaga cttctataga tccctttcta tagaacttaa tctacttaag 



tcagggagac cacccagaag gaaagagccc atactttcaa tcttaggcat aagttagctt 



6 



gataagattt tcagaaaaat tcccttttaa ccacagaact cccccactgg aaaggattct 180 

gaaagaaatg aagtcagccc tcagaaatga agttgactgc ctgctggctt tctgttgact 240 

ggcccggagc tgtactgcaa gacccttgtg agcttcccta gtctaagagt agg atg 296 

Met 
1 



tct get gaa gtc ate cat cag gtt gaa gaa gca ctt gat aca gat gag 
Ser Ala Glu Val lie His Gin Val Glu Glu Ala Leu Asp Thr Asp Glu 
5 10 15 



344 



aag gag atg ctg etc ttt ttg tgc egg gat gtt get ata gat gtg gtt 
Lys Glu Met Leu Leu Phe Leu Cys Arg Asp Val Ala lie Asp Val Val 
20 25 30 



392 



cca cct aat gtc agg gac ctt ctg gat att tta egg gaa aga ggt aag 
Pro Pro Asn Val Arg Asp Leu Leu Asp lie Leu Arg Glu Arg Gly Lys 
35 40 45 



440 



ctg tct gtc ggg gac ttg get gaa ctg etc tac aga gtg agg cga ttt 
Leu Ser Val Gly Asp Leu Ala Glu Leu Leu Tyr Arg Val Arg Arg Phe 
50 55 60 65 



488 



gac ctg etc aaa cgt ate ttg aag atg gac aga aaa get gtg gag acc 
Asp Leu Leu Lys Arg lie Leu Lys Met Asp Arg Lys Ala Val Glu Thr 
7 0 75 8 0 



536 



cac ctg etc agg aac cct cac ctt gtt teg gac tat aga gtg ctg atg 
His Leu Leu Arg Asn Pro His Leu Val Ser Asp Tyr Arg Val Leu Met 
85 90 95 



584 



gca gag att ggt gag gat ttg gat aaa tct gat gtg tec tea tta att 
Ala Glu lie Gly Glu Asp Leu Asp Lys Ser Asp Val Ser Ser Leu lie 
100 105 110 



632 



ttc etc atg aag gat tac atg ggc cga ggc aag ata age aag gag aag 
Phe Leu Met Lys Asp Tyr Met Gly Arg Gly Lys lie Ser Lys Glu Lys 
115 ' 120 125 



680 



agt ttc ttg gac ctt gtg gtt gag ttg gag aaa eta aat ctg gtt gee 
Ser Phe Leu Asp Leu Val Val Glu Leu Glu Lys- Leu Asn Leu Val Ala 
130 135 140 145 



728 



cca gat caa ctg gat tta tta gaa aaa tgc eta aag aac ate cac aga 
Pro Asp Gin Leu Asp Leu Leu Glu Lys Cys Leu Lys Asn lie His Arg 
150 155 160 



776 



ata gac ctg aag aca aaa ate cag aag tac aag cag tct gtt caa gga 
lie Asp Leu Lys Thr Lys lie Gin Lys Tyr Lys Gin Ser Val Gin Gly 
165 170 175 



824 



gca ggg aca agt tac agg aat gtt etc caa gca gca ate caa aag agt 
Ala Gly Thr Ser Tyr Arg Asn Val Leu Gin Ala Ala lie Gin Lys Ser 
180 185 190 



872 



etc aag gat cct tea aat aac ttc agg atg ata aca ccc tat gec cat 
Leu Lys Asp Pro Ser Asn Asn Phe Arg Met lie Thr Pro Tyr Ala His 
195 200 205 



920 



7 



tgt cct gat ctg aaa att ctt gga aat tgt tec atg tga ttaacatgga 969 
Cys Pro Asp Leu Lys lie Leu Gly Asn Cys Ser Met 



210 


215 


220 








actgcctcta 


cttaatcatt 


ctgaatgatt 


aaatcgtttc 


attttctaaa 


tgtgtaaaaa 


1029 


aaaaaaaaaa 


aaaaaaaact 


cgaggggggg 


ccc 






1062 


<210> 11 
<211> 2143 
<212> DNA 
<213> Homo 


sapiens 












<220> 
<221> CDS 
<222> (383) 


. . . (1825) 












<400> 11 
taggggtggg 


gactcggcct 


cacacagtga 


gtgeeggcta 


ttggact ttt 


gtccagtgac 


60 


agctgagaca 


acaaggacca 


egggaggagg 


tgtaggagag 


aagcgccgcg 


aacagegate 


120 


gcccagcacc 


aagt ccgett 


ccaggctttc 


ggtttctttg 


cctccatctt 


gggtgcgcct 


180 


tcccggcgtc 


ta ggggagcg 


aaggctgagg 


tggcagegge 


aggagagtcc 


ggccgcgaca 


240 


ggacgaactc 


ccccactgga 


aaggattctg 


aaagaaatga 


agtcagccct 


cagaaatgaa 


300 


gttgactgee 


tgctggcttt 


ctgttgactg 


gcccggagct 


gtactgcaag 


acccttgtga 


360 


gcttccctag 


tctaagagta 


gg atg tct 
Met Ser 
1 


get gaa gtc 
Ala Glu Val 
5 


ate cat cag gtt gaa 
lie His Gin Val Glu 
10 


412 


gaa gca ctt 


gat aca gat gag aag gag atg ctg 


etc ttt ttg 


tgc egg 


460 



Glu Ala Leu Asp Thr Asp Glu Lys Glu Met Leu Leu Phe Leu Cys Arg 
15 20 25 

gat gtt get ata gat gtg gtt cca cct aat gtc agg gac ctt ctg gat 508 
Asp Val Ala lie Asp Val Val Pro Pro Asn Val Arg Asp Leu Leu Asp 
30 35 40 

att tta egg gaa aga ggt aag ctg tct gtc ggg gac ttg get gaa ctg 556 
lie Leu Arg Glu Arg Gly Lys Leu Ser Val Gly Asp Leu Ala Glu Leu 
45 50 55 

etc tac aga gtg agg cga ttt gac ctg etc aaa cgt ate ttg aag atg 604 
Leu Tyr Arg Val Arg Arg Phe Asp Leu Leu Lys Arg lie Leu Lys Met 
60 65 70 

gac aga aaa get gtg gag acc cac ctg etc agg aac cct cac ctt gtt 652 
Asp Arg Lys Ala Val Glu Thr His Leu Leu Arg Asn Pro His Leu Val 
75 80 85 90 

teg gac tat aga gtg ctg atg gca gag att ggt gag gat ttg gat aaa 700 
Ser Asp Tyr Arg Val Leu Met Ala Glu lie Gly Glu Asp Leu Asp Lys 
95 100 105 

tct gat gtg tec tea tta att ttc etc atg aag gat tac atg ggc cga 748 
Ser Asp Val Ser Ser Leu lie Phe Leu Met Lys Asp Tyr Met Gly Arg 



8 



110 115 120 

ggc aag ata age aag gag aag agt ttc ttg gac ctt gtg gtt gag ttg 796 
Gly Lys lie Ser Lys Glu Lys Ser Phe Leu Asp Leu Val Val Glu Leu 
125 130 135 

gag aaa eta aat ctg gtt gec cca gat caa ctg gat tta tta gaa aaa 844 
Glu Lys Leu Asn Leu Val Ala Pro Asp Gin Leu Asp Leu Leu Glu Lys 
140 145 150 

tgc eta aag aac ate cac aga ata gac ctg aag aca aaa ate cag aag 892 
Cys Leu Lys Asn lie His Arg lie Asp Leu Lys Thr Lys lie Gin Lys 
155 160 165 170 

tac aag cag tct gtt caa gga gca ggg aca agt tac agg aat gtt etc 94 0 

Tyr Lys Gin Ser Val Gin Gly Ala Gly Thr Ser Tyr Arg Asn Val Leu 
175 180 185 

caa gca gca ate caa aag agt etc aag gat cct tea aat aac ttc agg 988 
Gin Ala Ala lie Gin Lys Ser Leu Lys Asp Pro Ser Asn Asn Phe Arg 
190 195 200 

etc cat aat ggg aga agt aaa gaa caa aga ctt aag gaa cag ctt ggc 103 6 

Leu His Asn Gly Arg Ser Lys Glu Gin Arg Leu Lys Glu Gin Leu Gly 
205 210 215 

get caa caa gaa cca gtg aag aaa tec att cag gaa tea gaa get ttt 1084 
Ala Gin Gin Glu Pro Val Lys Lys Ser lie Gin Glu Ser Glu Ala Phe 
220 225 230 

ttg cct cag age ata cct gaa gag aga tac aag atg aag age aag ccc 1132 
Leu Pro Gin Ser lie Pro Glu Glu Arg Tyr Lys Met Lys Ser Lys Pro 
235 240 245 250 

cta 99 a ate tgc ctg ata ate gat tgc att ggc aat gag aca gag ctt 1180 
Leu Gly lie Cys Leu He He Asp Cys He Gly Asn Glu Thr Glu Leu 
255 260 265 

ctt cga gac acc ttc act tec ctg ggc tat gaa gtc cag aaa ttc ttg 1228 
Leu Arg Asp Thr Phe Thr Ser Leu Gly Tyr Glu Val Gin Lys Phe Leu 
270 275 280 

cat etc agt atg cat ggt ata tec cag att ctt ggc caa ttt gee tgt 1276 
His Leu Ser Met His Gly He Ser Gin He Leu Gly Gin Phe Ala Cys 
285 290 295 

atg ccc gag cac cga gac tac gac age ttt gtg tgt gtc ctg gtg age 1324 
Met Pro Glu His Arg Asp Tyr Asp Ser Phe Val Cys Val Leu Val Ser 
300 305 310 

c 9 a 99 a 99 c tec cag agt gtg tat ggt gtg gat cag act cac tea ggg 13 72 

Arg Gly Gly Ser Gin Ser Val Tyr Gly Val Asp Gin Thr His Ser Gly 
315 320 325 330 

etc ccc ctg cat cac ate agg agg atg ttc atg gga gat tea tgc cct 1420 
Leu Pro Leu His His He Arg Arg Met Phe Met Gly Asp Ser Cys Pro 
335 340 345 

tat cta gca ggg aag cca aag atg ttt ttt att cag aac tat gtg gtg 1468 
Tyr Leu Ala Gly Lys Pro Lys Met Phe Phe lie Gin Asn Tyr Val Val 
350 355 360 
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395 400 

tec ctg ctg gag cag tct cac age tea cca tec ctg tac ctg cag tgc 

Ser Leu Leu Glu Gin Ser His Ser Ser Pro Ser Leu Tyr Leu ^ 
415 420 

etc tee cag aaa ctg aga caa gaa aga aaa cgc cca etc ctg gat ctt 
Leu Ser Gin Lys Leu Arg Gin Glu Arg Lys Arg ^ 



430 435 
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445 



450 



*-»t- crtc toq ctq cag cac act ctg aga aag aaa 

K "! SS "I S £ & S «Z »■ ~ - "» tys Lyo 

460 465 470 

ctt ate etc tec tac aca taa gaaaccaaaa ggctgggcgt agtggctcac 
Leu He Leu Ser Tyr Thr 
475 480 

acctgtaatc ccagcacttt gggaggccaa ggagggcaga tcacttcagg tcaggagttc 
gagaccagcc tggecaacat ggtaaacget gtccctagta aaaatacaaa aattagctgg 
gtgtgggtgt gggtacctgt attcccagtt acttgggagg ctgaggtggg aggatctttt 
gaacccagga gttcagggtc atagcatget gtgattgtgc ctacgaatag ccactgcata 
ccaacctggg caatatagca agatcccatc tctttaaaaa aaaaaaaa 



1516 

1564 

1612 

1660 

1708 

1756 

1804 

1855 

1915 
1975 
2035 
2095 
2143 



<210> 12 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Primer 

<400> 12 20 
tgtgccggga tgttgctata 

<210> 13 

<211> 24 

<212> DNA 

<213> Artificial Sequence 



<220> 



<223> 



PCR Primer 



<400> 13 

cagcttacct ctttcccgta aaat 



<210> 14 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Probe 

<400> 14 

tggttccacc taatgtcagg gaccttctg 



<210> 15 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Primer 

<400> 15 
tccacagccc attcagcaa 



<210> 16 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Primer 

<400> 16 
gcgtctcagt ggtcccattt g 



<210> 17 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Probe 

<400> 17 
cgtcagcggc cccgagagag t 

<210> 18 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> PCR Primer 



11 



<400> 18 

atgtctgctg aagtcatcca t 21 

<210> 19 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Primer 

<400> 19 

attgctgctt ggagaacatt c 21 



<210> 20 

<211> 2413 

<212> DNA 

<213> Mus musculus 

<220> 
<221> CDS 

<222> (172) . . . (1617) 
<400> 20 

gaattccgag cctctcaagc ggccacttag ggccggacag agtgtctcta ttgcaagaac 60 

tctgagagaa atgaagagag tcctcagcaa tgatgttggc ttctcgtggt tcccagagcc 120 

ctgcttaatg gatggagact ggacgagaac ctggctgctg tggttctgaa c atg gcc 177 

Met Ala 
1 

cag age cct gtg tct gcc gag gtc att cac cag gtg gaa gag tgt ctt 225 
Gin Ser Pro Val Ser Ala Glu Val lie His Gin Val Glu Glu Cys Leu 
5 10 15 

gat gaa gac gag aag gag atg atg etc ttc ctg tgt aga gat gtg act 273 
Asp Glu Asp Glu Lys Glu Met Met Leu Phe Leu Cys Arg Asp Val Thr 
20 25 30 

gag aac ctg get gca cct aac gtc agg gac etc ctg gat age tta agt 321 
Glu Asn Leu Ala Ala Pro Asn Val Arg Asp Leu Leu Asp Ser Leu Ser 
35 40 ~ 45 50 

gag aga ggc cag etc tct ttt get acc ttg get gaa ttg etc tac aga 369 
Glu Arg Gly Gin Leu Ser Phe Ala Thr Leu Ala Glu Leu Leu Tyr Arg 
55 60 65 

gtg agg egg ttt gac ctt etc aag agg ate ttg aag aca gac aaa gca 417 
Val Arg Arg Phe Asp Leu Leu Lys Arg lie Leu Lys Thr Asp Lys Ala 
70 75 80 

acc gtg gag gac cac ctg cgc aga aac cct cac ctg gtt tct gat tat 465 
Thr Val Glu Asp His Leu Arg Arg Asn Pro His Leu Val Ser Asp Tyr 
85 90 95 

agg gtc ctg ctg atg gag att ggt gag age tta gat cag aac gat gta 513 
Arg Val Leu Leu Met Glu lie Gly Glu Ser Leu Asp Gin Asn Asp Val 
100 105 110 



12 

tec tec tta gtt ttc ctt aca agg gat tac aca ggc aga ggc aag ata 

Ser Ser Leu Val Phe Leu Thr Arg Asp Tyr Thr Gly Arg Gly Lys lie 

115 120 125 130 

gec aag gac aag agt ttc ttg gat ctg gtg att gaa ttg gag aaa ctg 

Ala Lys Asp Lys Ser Phe Leu Asp Leu Val He Glu Leu Glu Lys Leu 

135 140 I 45 

aat eta att get tea gac caa ttg aat ttg tta gaa aaa tgc ctg aag 

Asn Leu He Ala Ser Asp Gin Leu Asn Leu Leu Glu Lys Cys Leu Lys 

150 155 160 

aac ate cac aga ata gac ttg aac aca aag ate cag aag tac acc cag 

Asn He His Arg He Asp Leu Asn Thr Lys He Gin Lys Tyr Thr Gin 

165 170 175 

tec age caa gga gca aga tea aat atg aat act etc cag get teg etc 
Ser Ser Gin Gly Ala Arg Ser Asn Met Asn Thr Leu Gin Ala Ser Leu 



180 



185 190 



cca aaa ttg agt ate aag tat aac tea agg etc cag aat ggg cga agt 
Pro Lys Leu Ser He Lys Tyr Asn Ser Arg Leu Gin Asn Gly Arg Ser 

205 210 



195 200 



aaa gag cca aga ttt gtg gaa tac cgt gac agt caa aga aca ctg gtg 
Lys Glu Pro Arg Phe Val Glu Tyr Arg Asp Ser Gin Arg Thr Leu Val 

220 225 



215 



aag aca tec ate cag gaa tea gga get ttt tta cet ceg cac ate cgt 
Lys Thr Ser He Gin Glu Ser Gly Ala Phe Leu Pro Pro His He Arg 
' ' ' 235 240 



230 



gaa gag act tac agg atg cag age aag ccc eta gga ate tgc ttg ate 
Glu Glu Thr Tyr Arg Met Gin Ser Lys Pro Leu Gly He Cys Leu lie 



245 



250 255 



att gat tgt att ggc aac gac aca aaa tat ctt caa gag acc ttc act 
He Asp Cys He Gly Asn Asp Thr Lys Tyr Leu Gin Glu Thr Phe Thr 



260 



265 270 



tec ctg ggc tat cat ate cag ctt ttc ttg ttt ccc aag tea cat gac 
Ser Leu Gly Tyr His He Gin Leu Phe Leu Phe Pro Lys Ser His Asp 



275 



280 285- 



ata acc cag att gtt cgc cga tat gca agt atg gec caa cat caa gac 
He Thr Gin He Val Arg Arg Tyr Ala Ser Met Ala Gin His Gin Asp 

300 305 



295 



tat gac age ttt gca tgt gtt ctg gtg age eta gga ggc tec caa age 
Tyr Asp Ser Phe Ala Cys Val Leu Val Ser Leu Gly Gly Ser Gin Ser 

315 3 2 0 



310 



atg atg ggc aga gat caa gtt cac tea ggg ttc tee ttg gat eat gtc 
Met Met Gly Arg Asp Gin Val His Ser Gly Phe Ser Leu Asp His Val 



325 



330 335 



aag aac atg ttc acg ggg gac acg tgc cct tct etc aga ggg aag cca 
Lys Asn Met Phe Thr Gly Asp Thr Cys Pro Ser Leu Arg Gly Lys Pro 



340 



345 350 



aag 



etc ttt ttt att cag aac tat gag teg tta ggt age cag ttg gaa 



561 



609 



657 



705 



753 



801 



849 



897 



945 



993 



1041 



1089 



1137 



1185 



1233 



1281 



13 

Lys Leu Phe Phe lie Gin Asn Tyr Glu Ser Leu Gly Ser Gin Leu Glu 
355 360 365 370 

gat age age ctg gag gta gat ggg cca tea ata aaa aat gtg gac tct 1329 
Asp Ser Ser Leu Glu Val Asp Gly Pro Ser lie Lys Asn Val Asp Ser 
375 380 385 

aag ccc ctg caa ccc aga cac tgc aca act cac cca gaa get gat ate 1377 
Lys Pro Leu Gin Pro Arg His Cys Thr Thr His Pro Glu Ala Asp lie 
390 395 400 

ttt tgg age ctg tgc aca gca gac gta tct cac ttg gag aag ccc tec 1425 
Phe Trp Ser Leu Cys Thr Ala Asp Val Ser His Leu Glu Lys Pro Ser 
405 410 415 

age tea tec tct gtg tat ctg cag aag etc tec cag cag ctg aag caa 1473 
Ser Ser Ser Ser Val Tyr Leu Gin Lys Leu Ser Gin Gin Leu Lys Gin 
420 425 430 

ggc agg aga cgc cca etc gtg gac etc cac gtt gaa etc atg gac aaa 1521 
Gly Arg Arg Arg Pro Leu Val Asp Leu His Val Glu Leu Met Asp Lys 
435 440 445 450 

gtg tat gcg tgg aac agt ggt gtt teg tct aag gag aaa tac age etc 1569 
Val Tyr Ala Trp Asn Ser Gly Val Ser Ser Lys Glu Lys Tyr Ser Leu 
455 460 465 

age ctg cag cac act ctg agg aag aaa etc ate ctg get cct acg tga 1617 
Ser Leu Gin His Thr Leu Arg Lys Lys Leu lie Leu Ala Pro Thr 
470 475 480 

gaaccccaga ccgttggtgt tcttggtata tcatccaggg tggcggcttg gagcagagct 1677 

tggcggttac ggctgettet ggctgettet ggctctgccg tgagtcctgg cctagggttc 1737 

tcctgtgcac aggcatgagc cgtaaccctg tgcctgggaa acgtctcact cccgccgccg 1797 

tgcctttacc tctctaaact tccctactta cattccttag tcggatgttt tgccagagtg 1857 

tggagaacag taagacataa acctattgtt tgtttgtttt tttggggggg aggttatcta 1917 

ccaagttata ccaagttatt gtatgggtgt atagtgtata gtggttcaag atttgacact 1977 

gaatgtaact tgagacttac ctgagtttgt catgegactg ggtaaattgt ttctatggca 2037 

catctaatca tttaataagt aattacctca ttaagtaccc attgettcag gactttcaca 2097 

ttggccacca atttctgtga cccagctcca catttatatt ctctttctgc aaaaccaaat 2157 

ttcattatgt ctgtttaata tctacagtct aatgctttgt aagacatcta gatagaaaaa 2217 

tagttaccca tgagcacaga agggctggee tgaccctcac cagctgtgca gtggcttcgg 2277 

tgaaggagaa tgagccctac tccttgaagg ttgtagtgct tgggagagca gtctgtacct 2337 

tgcctgggca gcacagtaga gccagcccca agaacacaac agtgagtggg ggagcttgee 23 97 

ctggttggct caggat 2413 



<210> 



21 



14 



<211> 1611 

<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (75) . . . (731) 

<400> 21 

ggcttctcgt ggttcccaga gccctgctta atggatggag actggacgag aacctggctg 60 

ctgtggttct gaac atg gcc cag age cct gtg tct gec gag gtc att cac 110 
Met Ala Gin Ser Pro Val Ser Ala Glu Val lie His 
15 10 

ca 9 gtg g aa gag - tgt ctt gat gaa gac gag aag gag atg atg etc ttc 158 
Gin Val Glu Glu Cys Leu Asp Glu Asp Glu Lys Glu Met Met Leu Phe 
15 20 25 



ctg tgt aga gat gtg act gag aac ctg get gca cct aac gtc agg gac 206 
Leu Cys Arg Asp Val Thr Glu Asn Leu Ala Ala Pro Asn Val Arg Asp 
30 35 40 

etc ctg gat age tta agt gag aga ggc cag etc tct ttt get acc ttg 254 
Leu Leu Asp Ser Leu Ser Glu Arg Gly Gin Leu Ser Phe Ala Thr Leu 
45 50 55 60 

get gaa ttg etc tac aga gtg agg egg ttt gac ctt etc aag agg ate 302 
Ala Glu Leu Leu Tyr Arg Val Arg Arg Phe Asp Leu Leu Lys Arg lie 
65 70 75 

ttg aag aca gac aaa gca acc gtg gag gac cac ctg cgc aga aac cct 350 
Leu Lys Thr Asp Lys Ala Thr Val Glu Asp His Leu Arg Arg Asn Pro 
80 85 90 

cac ctg gtt tct gat tat agg gtc ctg ctg atg gag att ggt gag age 398 
His Leu Val Ser Asp Tyr Arg Val Leu Leu Met Glu lie Gly Glu Ser 
95 100 105 

tta gat cag aac gat gta tec tec tta gtt ttc ctt aca agg att aca 446 
Leu Asp Gin Asn Asp Val Ser Ser Leu Val Phe Leu Thr Arg lie Thr 
110 115 120 

a gg g at tac aca ggc aga ggc aag ata gcc aag gac aag agt ttc ttg 494 
Arg Asp Tyr Thr Gly Arg Gly Lys lie Ala Lys Asp Lys Ser Phe Leu 
125 130 135 140 

gat ctg gtg att gaa ttg gag aaa ctg aat eta att get tea gac caa 542 
Asp Leu Val lie Glu Leu Glu Lys Leu Asn Leu lie Ala Ser Asp Gin 
145 150 155 

ttg aat ttg tta gaa aaa tgc ctg aag aac ate cac aga ata gac ttg 590 
Leu Asn Leu Leu Glu Lys Cys Leu Lys Asn lie His Arg lie Asp Leu 
160 165 170 

aac aca aag ate cag aag tac acc cag tec age caa gga gca aga tea 638 
Asn Thr Lys lie Gin Lys Tyr Thr Gin Ser Ser Gin Gly Ala Arg Ser 
175 180 185 



aat atg aat act etc cag get teg etc cca aaa ttg agt ate aag tat 
Asn Met Asn Thr Leu Gin Ala Ser Leu Pro Lys Leu Ser lie Lys Tyr 



686 
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190 195 200 

aac tea agg gtg agt ctg gag cca gtg tat gga gta cca gca tga 731 
Asn Ser Arg Val Ser Leu Glu Pro Val Tyr Gly Val Pro Ala 
205 210 < 215 

accagtctca gagatgtaat aaaaataaac atctcatttc atatgctgta atagctaaac 791 

aaattctgat. agatatgtgt ttgattaaga atgtgtataa tttcttatga ttataaacct 851 

tagtagtgtt caaaaatata tttggaaaaa tttatgaaat atataacaag aaaataattt 911 

ttgtgcccat tatctgggca tgactactgt ggaaagcttt cttttagtct ctgtcctatg 971 

tgeattagea aatgtgtcta tttatacagt tgaatatctt tttcatcttt gtttctttga 1031 

agagtcaatt ttaaaaatta aagtaggtag aatgtaccca tagaaagaaa aagttaaatg 1091 

tccccaaaga gattttaaag ttgtttcctt ctacctcacg gaactcatgt cctacctcct 1151 

tcctgttaag gagactaatc tagaccagtt tcttctataa ccatgcacag agaatctacc 1211 

cacagagtgt ctacttttat acaagtggta gcatatcatg tctgctcttc tgaacagaga 1271 

ctccttagat attgttccat atagttaata ggagattgtt tcgacttaat tattatttgt 1331 

attattttga atgatacccc taccctttta tcttcttttg agacaagaac ttacctgtaa 1391 

tccagcctgg cctggaatcc attatgtaac ctaggctggc cttgaacttg caatgagect 1451 

cctcttgctt cagcctcctc gggctcatgg cttccatttt ctgcatgtac taaaatgtat 1511 

ttagttcttt ettgetgatg tataaattgc ctcctttcct ttgttactag aaacaatget 1571 

gcaaaataaa cttcctgatt cttaaaaaaa aaaaaaaaaa 1611 

<210> 22 

<211> 551 

< 2 1 2 > DNA 

<213> Mus musculus 

<220> 

<221> unsure 
<222> 521 

<223> n=a, c , g or t 
<400> 22 

cgtctccatt ttgcggaccc taaagcaege agegaagtet ctgatacctg agcctctcaa 60 
gcggccactt atggccggac agtgtctcgt tcgatccagt tttctggtgg tctccagcga 120 
agacaggega caaagcegtt gttgagtggg atgggccggc gaccgcccgg tagtgtctct 180 
attgeaagaa ctctgagaga aatgaagaga gtcctcagca atgatgttgg cttctcgtgg 240 
ttcccagagc ectgettaat ggatggagac tggacgagaa cctggctgct gtggttctga 3 00 
acatggccca gagccctgtg tetgecgagg tcattcacca ggtggaagag tgtcttgatg 360 
aagacgagaa ggagatgatg ctcttcctgt gtagagatgt gactgagaac ctggctgcac 42 0 



16 

ctaacgtcag ggacctcctg gatagcttaa gtgagagagg ccagctctct tttgctacct 480 

tggctgaatt gctctacaga gtgagcctag gaggctccca nagcatgatg ggcagagatc 540 

aagttcactc a 551 



<210> 23 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 23 

taagtggccg cttgagaggc 2 0 



<210> 24 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 24 

gccctaagtg gccgcttgag 20 

<210> 25 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 25 

actctgtccg gccctaagtg 20 



<210> 26 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 26 

ggctctggga accacgagaa 20 

<210> 27 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



<220> 



<223> Antisense Oligonucleotide 

<400> 27 
tccagtctcc atccattaag 



<210> 28 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 28 
gctctgggcc atgttcagaa 



<210> 29 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 29 
gacctcggca gacacagggc 



<210> 30 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 30 
catctctaca caggaagagc 



<210> 31 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 31 
gctatccagg aggtccctga 



<210> 32 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



<220> 
<223> 



Antisense Oligonucleotide 



<400> 32 
cttaagctat ccaggaggtc 

<210> 33 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 33 
cctccacggt tgctttgtct 

<210> 34 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 34 
gcaggtggtc ctccacggtt 

<210> 35 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3 > Antisense Oligonucleotide 

<400> 35 
atcagcagga ccctataatc 

<210> 36 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 36 
atcttgcctc tgcctgtgta 

<210> 37 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Antisense Oligonucleotide 



<400> 37 
ctaacaaatt caattggtct 

<210> 38 
<211> 20 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Antisense Oligonucleotide 

<400> 38 
ccttggctgg actgggtgta 

<210> 39 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 39 
tgctccttgg ctggactggg 

<210> 40 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 40 
cacggtattc cacaaatctt 

<210> 41 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 41 
aaagctcctg attcctggat 

<210> 42 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
220> 

223> Antisense Oligonucleotide 



400> 



42 



tctgcatcct gtaagtctct 



<210> 43 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 43 
caatgatcaa gcagattcct 

<210> 44 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 44 
tagcccaggg aagtgaaggt 

<210> 45 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 45 
agtcttgatg ttgggccata 

<210> 46 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 46 
ctgtcatagt cttgatgttg 

<210> 47 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 47 



tcctaggctc accagaacac 



<210> 48 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 48 
atcatgcttt gggagcctcc 

<210> 49 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 49 
tgaacttgat ctctgcccat 

<210> 50 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 50 
caaggagaac cctgagtgaa 

<210> . 51 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 51 
gtgaacatgt tcttgacatg 

<210> 52 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 52 



gtcccccgtg aacatgttct 



<210> 53 

<211> 20 

<212> DNA 

<213> Artificial Sequence - 
<220> 

<223> Antisense Oligonucleotide 

<400> 53 
ccctctgaga gaagggcacg 

<210> 54 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 54 
cgactcatag ttctgaataa 

<210> 55 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 55 
tcagcttctg ggtgagttgt 

<210> 56 

<211> 20 

<212> DNA 

<213 > Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 56 
ctgggagagc ttctgcagat 

<210> 57 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



<400> 57 
gggttctcac gtaggagcca 



<210> 58 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 58 
ccgactaagg aatgtaagta 

<210> 59 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 59 
ctctggcaaa acatccgact 

<210> 60 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 60 
acaaacaata ggtttatgtc 

<210> 61 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 61 
aatcttgaac cactatacac 

<210> 62 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 62 



ggtaattact tattaaatga 



<210> 63 



<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 63 
ctgaagcaat gggtacttaa 

<210> 64 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 64 
agaaattggt ggccaatgtg 

<210> 65 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 65 
caaggagtag ggctcattct 

<210> 66 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 66 
caacctttca aggagtaggg 

<210> 67 

<211> 20 

<212> DNA 

<213 > Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 67 



aagcactaca acctttcaag 



<210> 68 
<211> 20 



<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 68 
caaggtacag actgctctcc 

<210> 69 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 69 
ccactcactg ttgtgttctt 

<210> 70 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 70 
agctccccca ctcactgttg 

<210> 71 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 71 
gccaaccagg gcaagctccc 

<210> 72 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 72 
ctgatcctga gccaaccagg 

<210> 73 

<211> 20 

<212> DNA 



<213> 



Artificial Sequence 



<220> 

<223> Antisense Oligonucleotide 

<400> 73 
tcagtgcaat gggtcattgt 

<210> 74 
<211> 20 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Antisense Oligonucleotide 

<400> 74 
aatctgttcc tgccaaagaa 

<210> 75 
<211> 20 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Antisense Oligonucleotide 

<400> 75 
ctcatgtctc cagcttcctt 

<210> 76 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 76 
gaattctata tcatgcaccc 

<210> 77 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 77 
acagcatatg aaatgagatg 

<210> 78 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Antisense Oligonucleotide 

<400> 78 
taagaaatta tacacattct 

<210> 79 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 79 
atatattttt gaacactact 

<210> 80 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 80 
tcatgcccag ataatgggca 

<210> 81 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> . Antisense Oligonucleotide 

<400> 81 
ctaaaagaaa gctttccaca 

<210> 82 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 82 
gaggtagaag gaaacaactt 

<210> 83 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Antisense Oligonucleotide 

<400> 83 
cttaacagga aggaggtagg 

<210> 84 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 84 
ggtctagatt agtctcctta 

<210> 85 

<211> 20 

<212> DNA 

<2 13 > Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 85 
tctgtgggta gattctctgt 

<210> 86 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 86 
tgtataaaag tagacactct 

<210> 87 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 87 
agtctctgtt cagaagagca 

<210> 88 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



<223> 



Antisense Oligonucleotide 



<400> 88 
gaaacaatct cctattaact 

<210> 89 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 89 
ttaagtcgaa acaatctcct 

<210> 90 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 90 
agttcttgtc tcaaaagaag 

<210> 91 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> . 91 
aggctggatt acaggtaagt 

<210> 92 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 92 
gctgaagcaa gaggaggctc 

<210> 93 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



<400> 93 
tttatacatc agcaagaaag 

<210> 94 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 94 
tttttaagaa tcaggaagtt 

<210> 95 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 95 
ataagtggcc gcttgagagg 

<210> 96 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 96 
gccataagtg gccgcttgag 

<210> 97 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 97 
ggagaccacc agaaaactgg 

<210> 98 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



<400> 98 
agagacacta ccgggcggtc 



<210> 99 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 99 
agttcttgca atagagacac 

<210> 100 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 100 
aagccaacat cattgctgag 

<210> 101 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 101 
tctactcgtg ccgctcgtgc 

<210> 102 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 102 
gcctaagatt gaaagtatgg 

<210> 103 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 103 



atagcaacat cccggcacaa 



<210> 104 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 104 
ccaagtcccc gacagacagc 

<210> 105 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 105 
agcaggtcaa atcgcctcac 

<210> 106 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 106 
tcggcccatg taatccttca 

<210> 107 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 107 
tccttgctta tcttgcctcg 

<210> 108 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 108 



tgctccttga acagactgct 
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<210> 109 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 109 

gtgttatcat cctgaagtta 20 

<210> 110 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 110 

tcacatggaa caatttccaa 20 



<210> 111 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 111 

gttaatcaca tggaacaatt 20 



<210> . 112 
<211> 20 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Antisense Oligonucleotide 

<400> 112 

agaggcagtt ccatgttaat 20 

<210> 113 
<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 113 

aatgattaag tagaggcagt 2 0 



<210> 



114 



<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 114 
gatttaatca ttcagaatga 

<210> 115 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 115 
acacatttag aaaatgaaac 

<210> 116 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 116 
gccagcaggc agtcaacttc 

<210> 117 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 117 
gtcttgcagt acagctccgg 

<210> 118 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 118 
ttcagcagac atcctactct 

<210> 119 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
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20 



20 



<400> 119 

tggatgactt cagcagacat 20 

<210> 120 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 120 
ccaagtcccc gacagacagc 

<210> 121 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 121 
acttgtccct gctccttgaa 

<210> 122 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 122 

cccattatgg agcctgaagt 20 

<210> 123 
<211> . 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 123 
ttacttctcc cattatggag 

<210> 124 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



20 



<400> 124 

agcgccaagc tgttccttaa 20 

<210> 125 
<211> 20 



<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 125 
gcttgctctt catcttgtat 

<210> 126 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 126 
cattgccaat gcaatcgatt 

<210> 127 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 127 
gctggccctc tgacaccaca 

<210> 128 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 128 
cgcccagcct tttggtttct 

<210> 129 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 129 
ccctccttgg cctcccaaag 

<210> 130 

<211> 20 

<212> DNA 

<213> * Artificial Sequence 



<220> 

<223> Antisense Oligonucleotide 



<400> 130 
ccacacccac acccagctaa 



<210> 131 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 131 
gctatgaccc tgaactcctg 

<210> 132 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 132 
tcatgcctct cctgctagat 

<210> 133 
<211> 20 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> control Oligonucleotide 

<220> 

<221> unsure 
<222> (1) . . (20) 
<223> n=a, c, g or t 



<400> 133 
nnnnnnnnnn nnnnnnnnnn 



